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ver, the VAT adiponectin mRNA level also showed 
significant (p<0.01) and positive correlation with the 
HDL. The correlation analysis pointed to an inverse 
and direct association especially of VAT adiponectin 
mRNA levels with metabolic TG (r=-0.40, p<0.001) 
and HDL (r=0.35, p<0.01), respectively, but the 
associations of both TG and HDL was also found to 
be dependent on BMI (TG: r=0.53, p<0.001; HDL: 
r=-0.37, p<0.01) and WC (TG: r=0.57, p<0.001; 
HDL: r=-0.34, p<0.01). 

Table 2. Correlation (n=68) between demographic characteristics, metabolic profile, serum adiponectin, VAT and SAT mRNA expression 
levels by Pearson correlation analysis

Variables Age BMI WC Glucose Insulin HOMA TG TC HDL 
VAT 

mRNA
SAT  

mRNA

Serum 
adipo-
nectin 

Age 1.00

BMI 0.14 1.00

WC 0.02 0.79*** 1.00

Glucose -0.07 0.17 0.05 1.00

Insulin 0.17 0.20 0.00 -0.12 1.00

HOMA 0.14 0.25* 0.01 0.17 0.95*** 1.00

TG 0.09 0.53*** 0.57*** 0.06 0.20 0.20 1.00

TC 0.05 0.16 0.10 0.14 -0.36** -0.33** 0.06 1.00

HDL -0.02 -0.37** -0.34** -0.16 0.20 0.16 -0.38** -0.03 1.00

VAT mRNA -0.20 -0.36** -0.38** -0.25* 0.08 0.00 -0.40*** -0.12 0.35** 1.00

SAT mRNA 0.12 -0.34** -0.36** -0.15 -0.32** -0.34** -0.31** -0.08 -0.01 0.11 1.00

Serum adiponectin 0.02 -0.25* -0.24* -0.13 0.12 0.08 -0.20 0.02 0.15 -0.01 0.00 1.00

*- p<0.05, **- p<0.01, ***- p<0.001
BMI: body mass index, WC: waist circumference, HOMA: homeostasis model assessment, TG: triglyceride, TC: total cholesterol, 
HDL: high density lipoprotein, VAT: visceral adipose tissue, SAT: subcutaneous adipose tissue.

Table 3. Association of serum adiponectin, VAT and SAT adiponectin mRNA expression levels with metabolic risk factors (TG, TC and 
HDL) by multiple linear regression analysis after adjustment for age and BMI 

Independent variables

TG TC HDL

B 95% CI p value B 95% CI p value B 95% CI p value
*Serum adiponectin -0.01 -0.02 to 0.00 0.103 0.00 -0.02 to 0.02 0.855 0.00 -0.00 to 0.01 0.222
**Serum adiponectin + BMI -0.00 -0.01 to 0.01 0.515 0.01 -0.01 to 0.02 0.596 0.00 -0.00 to 0.01 0.619
*VAT mRNA -0.54 -0.85 to -0.23 0.001 -0.22 -0.69 to 0.25 0.357 0.25 0.09 to 0.41 0.003
**VAT mRNA + BMI -0.34 -0.64 to -0.04 0.027 -0.13 -0.63 to 0.37 0.607 0.18 0.01 to 0.34 0.034
*SAT mRNA -1.11 -1.91 to -0.31 0.007 -0.40 -1.59 to 0.78 0.497 -0.01 -0.44 to 0.42 0.960
**SAT mRNA + BMI -0.53 -1.30 to 0.24 0.176 -0.14 -1.41 to 1.13 0.822 -0.29 -0.71 to 0.14 0.182

*- unadjusted with BMI (adjusted with age), **- adjusted with age and BMI, nsp>0.05- VAT vs. SAT
BMI: body mass index, VAT: visceral adipose tissue, SAT: subcutaneous adipose tissue.

Multiple regression

To determine the independent association of 
serum adiponectin level, VAT and SAT adiponectin 
mRNA levels with metabolic risk factors (TG, TC 
and HDL), the multiple linear regression analysis 
was done adjusting for age without and with adjust-
ment of BMI and is summarized in Table 3. Table 
3 showed that the serum adiponectin level did not 
correlate (p>0.05) well with metabolic risk factors 
when adjusted for age and BMI. Similarly, SAT adi-




